














bioRxiv preprint doi: https://doi.org/10.1101/2025.09.19.677456; this version posted September 21, 2025. The copyright holder for this
preprint (which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in

perpetuity. It is made available under aCC-BY 4.0 International license.

= | "
— = — — e L.l
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Number of genes in H3K27 peaks

w
o

A =
1.00-
10000 A o o
R =0.962, p = 6.98 e-26 ° A © g *T . *
A £ ()
A &l § 5 o A 1
N— = ~O075-8 ® ¢ ® * ° o Y 5
D e~ Q o °
7500 8 A - Eg I |
£ Mo © T T .
8 A 003 = . 't 55
g A = = 0.50- o . .
S — A 508 '
5000 c S > % .
O o\ = &2} « °
_A = ks A
A - 7025 .
A S S
——\_ > g_
2500 A 2 8
C
j E 0.00- s . o
2500 5000 7500 -50 0 50 100 150 i 2345 6 7 8 ¢ 101112131415 16 17 18 19 20 21
Number of H3K27 peaks Percentage of H3K27 Chromosomes

coverage over gene

D E 9000+

Isolates
. ®» 7500'
.I Consistent lacking %
()}
I “é 50001
. Variable 3
| §
1 = Z 25001
I . Consistent full
M ||

Proportion of H3K27 coverage Consistent-full Consistent-lacking ~ Variable

in gene body H3K27 gene coverage within population


https://doi.org/10.1101/2025.09.19.677456
http://creativecommons.org/licenses/by/4.0/

0.65

0.51

0.63

Kruskal-Wallis, p

©

< 3

UOIIBLIBA JO JUSIO1}}800

[euonduosuel

E

Variable
H3K27 gene coverage within population
1
<
O]
o

Consistent-lacking

Consistent-full

1

1$)

(V)
Isolates

© 1 O W
w7520

1
0.75
0.50
0.25

125

(&) uoissaidxa
paziewoN

Isolates

Proportion of
H3K27 overlap

0.75
0.50
0.25


https://doi.org/10.1101/2025.09.19.677456
http://creativecommons.org/licenses/by/4.0/

count

Proportion of
H3K27 overlap

1
. 0.75

0.50

. 0.25
0

count

Biosynthetic genes

IR PN
\i‘ @“g%&o S \/\\ ‘%"
o N @

\°t/ Z OQ‘ & e‘%ﬁ g{o © (@/Q H3K27 coverage
N & [l Consistent-full

& \Q,OQQ‘ @
&?f{’? 3 Il Consistent-lacking
O [ variabl
< ariable
\gb

|<§

&%

Isolates

Biosynthetic gene cluster type

Proportion of
H3K27 overlap

1
. 0.75

0.50

. 0.25
0

ZtIPO323 gene IDs
ZtIPO323 gene IDs



https://doi.org/10.1101/2025.09.19.677456
http://creativecommons.org/licenses/by/4.0/

